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Investigation of small molecule compounds for hypophosphatasia
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Comprehensive genetic expression analysis using mesenchymal stem cells and
osteoblasts derived from patients with hypophosphatasia (HPP) revealed that not only bone and
cartilage differentiation, but also DNA replication, cell cycle, nucleic acid metabolism such as RNA

metabolism and ribosome biosynthesis fluctuated. We also identified that genetic profile of HPP
were involved in several biological processes including extracellular matrix, embryonic development,
keratin metabolism, skeletal remodeling, relaxin signaling pathways, and Wnt signaling pathways.
The target route of the therapeutic drug has not yet been identified, but we plan to further
investigate it in the future together with the results of metabolome analysis.
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tesponse to estradiol

collagen biosynthetic process

cell migration involved in gastrulation
morphogenesis of an epithelial sheet

nose development

skin morphogenesis

osteoblast development

tegulation of embryonic development

lens development in camera-type eye
autonomic nervous system development
cell aging

neuromuscular process

positive regulation of oxidoreductase activity
100f of mouth development

pericardium development

tesponse to acid chemical

response to mechanical stimulus.

hepaticobiliary system development
anatomical structure maturation
post-embryonic development

regulation of mesenchymal cell apoptotic process
Multiple myeloma

Autoimmune lymphoproliferative syndromes
cartilage condensation

Hypophosphatemic rickets
Hypogonadotiopic hypogonadism
Holoprosencephal

Aicardi-Goutieres syndrome

Congenital generalized lipodystiophy
Familial odystrophy

Paget disease of bone
Oral-facial-digital syndrome
Syndromic craniosynostoses

Multiple epiphyseal dysplasia
Metaphyseal dysplasias

Xlinked mental retardation
Brachydactyly

Robinow syndrome

Osteogenesis imperfecta

Dyskeratosis congenita

Cleft lip and/or cleft palate
Emery-Dreifuss muscular dystrophy
Early infantile epileptic encephalopathy; Ohtahara syndrome
Tooth agenesis; Hypodonti

Comelia de Lange syndiome
Hypohidrotic ectodeimal dysplasi
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