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Identification of inflammation-inducing bacteria from oral microbiota in
inflammatory bowel disease
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We performed metagenomic analysis of saliva and fecal samples from patients
with inflammatory bowel disease (IBD) and healthy controls to examine differences in the composition
of microbiota between the subject and control groups. The results showed that the oral microbiota
of IBD patients differed significantly from that of healthy controls. On the other hand, comparison

with fecal samples did not lead to the identification of bacteria common to both oral and fecal
samples. Furthermore, the patients were classified into two groups according to the presence or
absence of periodontitis in IBD, the clinical course and microbiota were compared. Interestingly,
Crohn®s disease patients with periodontitis were found to use anti-TNF-a antibodies and
immunosuppressive drugs more frequently. In the microbiral analysis, substantial differences were
observed in the oral microbiota of IBD with and without periodontitis.
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