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Analysis of miRNA dysregulation and the risk of hepatocellular carcinoma in
chronic hepatitis B after nucleos(t)ide analogue treatment
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Hepatitis B virus (HBV% infection is a major cause of hepatocellular
carcinoma (HCC). Nucleos(t)ide analogue (NA) therapy effectively reduces the incidence of HCC, but
it does not completely prevent the disease. We found that dysregulation of microRNAs (miRNAs) is
involved in post-NA HCC development. We divided chronic hepatitis B (CHB) patients who received NA
therapy into two groups: 1) those who did not develop HCC during the follow-up period after NA
therapy (no-HCC group) and 2) those who did (HCC group). miRNA expression profiles were
significantly altered in CHB tissues as compared to normal liver, and the HCC group showed greater
alteration than the no-HCC group. NA treatment restored the miRNA expression profiles to near-normal

in the no-HCC group, but it was less effective in the HCC group. Our results suggest that altered
miRNA expression in CHB contributes to HCC development, and that improvement of miRNA expression
after NA treatment is associated with reduced HCC risk.
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