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The expression and mitochondrial localization of SGLT2 in hepatoma cell
lines were revealed, and SGLT2 inhibitors suppressed the growth of hepatoma cell lines. The three
main metabolic pathways that were found to be involved in this mechanism were 1) the electron
transfer system, 2) the fatty acid metabolism pathway, and 3) the pyrin and pyrimidine pathway,
which is a DNA synthesis pathway. The SGLT2 inhibitor also affected chemokines in hepatocellular
carcinoma cell lines and was found to significantly reduce chemokines that affect hepatocellular
carcinoma growth.

These findings suggest that SGLT2 inhibitors may have a growth inhibitory effect on hepatocellular
c?rcinoma cells through both metabolic changes and microenvironmental changes caused by chemokine
alterations.
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