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Investigation of tumor progression mechanism for search of therapeutic targets
in combined small cell lung cancer
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In genetic mutation analysis,the same major somatic mutations were shared in
the different histological component of combined small cell cancer (cSCLC). The gene expression
analysis showed Achaete-scute homolog like 1 (ASCL1) expression was significantly lower in the NSCLC
component than in the SCLC component. This study showed that each histological component of cSCLC
may be originated from common precursor cells because of common genetic background. And this study
suggest differentiation of heterogeneous histological components in cSCLC may be associated with the
difference in ASCL1 expression level, not in acquired somatic gene mutations.
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