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Search for the unique carcinogenic mechanisms of lung cancer with interstitial
pneumonia
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o o Driver oncogene-independent oncogenic mechanism of lung cancer associated
with interstitial pneumonia (IP) was analyzed using whole genome sequencing. Lineage specific gene,

NKX2-1, was identified as frequently mutated gene including structural variant in this tumor. These
gene aberrations associated with lower expression level of this gene. Target sequencing using
surgically resected lung lobe showed accumulation of cancer associated gene mutations in

non-cancerous area. These results would be a basis for potentially novel lung carcinogenesis
independent from driver oncogene aberrations.
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