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Mechanism of TGF-beta-induced podocyte injury and decreased expression of WT1
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Wilms® tumour 1 (WT1) gene is essential for normal podocyte function. We
examined whether TGF-B , which is involved in podocyte damage, alters the ratio of WT1+KTS/-KTS
isoforms by (1) real-time PCR, (2) RNA-Seq, and (3) fragment analysis using DNA sequencers, but no
significant changes were observed. The RNA-Seq results suggested that isoforms including +KTS could
be important in the recovery of cell morphology after 5 days of TGF-3 administration followed by 2
days of incubation without TGF-3 . We also searched for the expression of genes that regulate WT1
expression by administration of TGF-f , and the factors that could alter the expression of WT1.
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