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Forward Genetics

Analysis of the mechanism of chronic kidney disease by forward genetics on
kidney organoids
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i CKD is a national disease in Japan, however, the drastic treatment of CKD
has not been established due to lack of systematic elucidation of CKD mechanism. We have

hypothesized that some unidentified modifier genes play a role to aggravates fibrosis on CKD. Our
purpose is identification of those modifier genes using kidney organoids, which are differentiated

from induced pluripotent stem cells (iPSCs). In this study, we notice NPHP1, which is a causative
gene which induces fibrosis in stromal tissues of the kidney. Initially we generated mutant iPSCs

with genetically fibrotic phenotype to utilize for screening of modifier genes. In addition, we
prepared reporters to visualize fibrotic lesions.
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