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Identification of regulator of differentiation of leukemia stem cell using
genome editing system
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Acute myeloid leukemia (AML) is malignant disease characterized b{ abnormal
proliferation and differentiation blockade. We have found that metabolic reprograming including
glycolysis are related with differentiation in the process of research into FOX0' s function. In
this project, regulators of differentiation blockade are explored from FOXO target genes related
with metabolism or all metabolic enzymes and transporters using CRISPR Cas9 screening. We have found

that some metabolic enzymes play pivotal role in differentiation blockade. Moreover, the inhibitor

represses proliferation of leukemia specifically.
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