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Analysis of clonal hematopoiesis in A-bomb survivors
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A-bomb radiation increases the risk of leukemia and myelodysplastic
syndromes (MDS), which are malignant hematopoietic tumors. On the other hand, clonal hematopoiesis
of indeterminate significance (CHIP) has recently been found as a precursor to myelodysplastic
syndromes, and clonal hematopoiesis in healthy individuals has attracted attention. The purpose of
this study is to analyze CHIP in A-bomb survivors without hematopoietic diseases and to elucidate
the mechanism of A-bomb radiation-induced hematopoietic tumorigenesis. The present study suggests
that A-bomb survivors may have acquired clonal hematopoiesis due to abnormal clone number, rather
than CHIP-related genetic mutations as previously reported.
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ARS

59% of A-bomb survivors had ARS

59

Acute radiation syndromes (ARS)

More females had ARSthan males (63% vs. 50%)
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