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Genomic analysis of adult T-cell leukemia/lymphoma in Okinawa Prefecture
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3,300,000
T ATL T | HTLV-1
ATL 89
HTLV-1
PRKCB
PRDM1
ATL HTLV-1 ATL
PRKCB

PRDM1

Adult T-cell leukemia/lymphoma (ATL) is a distinct peripheral T-cell
malignancy caused by human T-cell leukemia virus type I (HTLV-1). Eighty-nine patients with ATL were
analyzed for genetic abnormalities, and some of the mutated genes were detected more frequently in

patients in Okinawa, who infected with HTLV-1 tax subgroup A. We also investigated the association
between genetic abnormalities and survival. Consistent with previous reports, mutations in the PRKCB
gene were associated with short-term survival. In addition, it was suggested that damage to both
alleles of the PRDM1 gene might be associated with poor prognosis.
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