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Development of cross-virus drugs using norovirus as a model
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As novel coronavirus (SARS-CoV-2) showed, viruses ac$U|r|ng high
infectivity between humans cause global pandemic and threaten not only the life but also economy,
social and cultural activity of human. To take measure these pandemics, the research platform, which
enable to promptly develop the therapeutic agents, is indispensable. This research focused on
common points among viruses belonging different species. Norovirus (NoV) and SARS-CoV-2 need 3C-like
protease (3CL-Pro) cording their genomic DNA to replicate in host cells. To develop anti-NoV and
anti-SARS-CoV-2 agents, we targeted 3CL-Pro and make crystals, which were constructed with complex
of novel compound and 3CL-Pro of SARS-CoV-2 (Mpro). The results of 3D structural analysis showed
interaction way between the compound and Mpro. Additionally, the plasmid coding NoV 3CL-Pro was
constructed for protein expression and crystallization. These results would contribute to develop

anti-SARS-CoV-2 and anti-NoV agents.
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