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Development of new diagnosis methods to analzed global distribution

Sakashita, Kentarou
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It was difficult to analyze prevalence of Orientia infection, due to the

absence of its precise diagnosis methods. We analyzed antibody binding to Orientia TSA protein
synthesized in human 293T cells. However, 293T cells expressing the full-length TSA protein were not
obtained, suggesting the cytotoxity of TSA protein to human cells. We constructed expression
plasmids encoding N- and C-terminal peptides of TSA protein. When these plasmids were introduced
into 293T cells, N-terminal peptide, but not C-terminal, was detected. About 30% of Vietnamin
patients contained antibody binding to the TSA N-terminal peptide.
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