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We analyzed the mechanism of fosfomycin resistance in 77 strains of
carbapenemase producing Enterobacteriaceae (48 Enterobacter cloacae complex strains and 29
Klebsiella pnuemoniae strains). Whole-genome sequencing and real-time PCR were performed, and all
fosfomycin-resistant strains possessed the fosA gene, and it was clarified that the enzyme FosA
greatly contributes to fosfomycin resistance from the protein expression level.
In addition, it was clarified that there are strains that develop fosfomycin resistance due to
antimicrobial exposure, and that the cause is associated with the functional decline of the
transporter system utilized by fosfomycin for cell entry.
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