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Adipocyte-specific ablation of mir221/222 protects mice from obesity and insulin
resistance

Yamaguchi, Satoshi
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Adipose tissue specific miR-221/222 knockout mice were protected from diet
induced obesity. Gene chip analysis of epididymal fat tissue and luciferase reporter assay revealed
miR-221/222 target DNA-damage-inducible-transcript4(Ddit4). Ddit4 is known as a negative regulator
of mechanistic target of rapamycin (mTOR) which positively regulate cell growth and proliferation.

Ddit4 protein expression were enhanced in the epididymal fat of miR-221/222AdipoKO.
MiR-221/222AdipoKO is protected from diet induced obesity through the repression of mTOR via
miR-221/222 targeting Ddit4.
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