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Establishment of the race specific brand-new therapeutical strategy in Japanese
breast cancer

Noda, Miwa
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In general, genomic aberrations in breast cancer (BC) vary by race, which
might explain the difference of clinical features between Japanese BC (JBC) and the
Caucasian-American BC (ABC). We corrected 50 samples excised from primary tumors in 10 cases of
hormone-positive/HER2-negative JBC, and conducted Whole exome sequencing to identify somatic
mutations, mutational signature and copy number abberations. We compared our data with the TCGA
dataset of 940 ABC. We identified JBC specific mutated genes. In terms of signature, signature 7 and

15 were JBC specific traits. Although the limited number of cases, we identified several JBC
specific characteristics. Further analyses will be required to conclude the finding definitively.
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