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Gene expression profilin?_using targeted RNA segencing in early stage lung
adenocarcinoma wiht a solid component or micropapillary component
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Lung adenocarcinoma (LUAD) has histologicallﬁ intratumor heterogeneity.
Especially, a solid component and a micropapillary component are highly malignant, and even in LUAD
of the same stage, the presence of these two subtypes shows a poor prognosis. Therefore, we studied
the genetic characteristics of these two subtypes.
First, tissues were collected from the stage | LUAD resected specimens using a laser microdissection
for a solid component and a acinar component which is the one of the subtypes of LUAD. Second, RNA
was collected from the tissue and we compared the RNA in the solid component with the acinar
component. However, in the micropapillary type, pure tissue was not cut out. Finally, the analysis
was performed only in the solid component compared with the acinar component. Many RNAs involved in
cell proliferation were found in a solid component. In addition, PDL1 was highly expressed in a
solid component, suggesting the involvement of immunosuppression.
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