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utility of blood tumor mutation burden as a new biomarker in the field of
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In the present study, we utilized CAPP-Seq, an ultrasensitive NGS-based
liquid biopsy approach,for blood-derived ctDNA samples. We investigated comprehensive gene mutation
profiling and bTMB in gynecological cancer utilizing plasma ctDNA. We examined the mutation profiles

of plasma ctDNA samples obtained from 65 gynecological cancers by CAPP-seq, Among 65 cancers, 63(98
%) harbored one or more non-synonymous somatic mutation. The most frequently altered genes were TP53

(35%), APC (32%), KRAS (19%). 10 cases of 45 ovarian cancers were treated with neoadjuvant
chemotherapy (NAC), which included 6 NAC-sensitive cases and 4 NAC-resistant cases. bTMB was
significantly decreased in NAC-sensitive cases after NAC. These findings suggest that bTMB may lead
to the development of novel personalized treatment strategies in gynecological cancer
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