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The gene and microRNA expressions of peripheral natural killer cells in
prepregnancy and pregnancy, and the pathophysiological hypotheses
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We thothesized that peripheral natural killer cells (pNK) were associated
with the implantation and pathophysiology of feto-maternal tolerance, and started the examination.
In this study, we examined the comprehensive gene expressions in pNK from prepregnancy (follicular
phase and luteal phase) to 1st-trimester. The result showed the changes of expression for many
genes, so pNK might be associated with the implantation and pathophysiology of feto-maternal
tolerance. Changes in gene expression such as CDK9 in comparison between follicular and luteal
phase, IL-10, MMP9, and DUSP13 in comparison between luteal phase and 1st-trimester, and IL-18,
MMP9, and DUSP13 in comparison between follicular phase and lst-trimester were observed.
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