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Development of a method for predicting pro?nosis after treatment of
nasopharyngeal carcinoma using EB virus-related microRNA
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There are 44 types of Bam HI A ri?htward transcript miRNA (BART miRNA),
which is a miRNA produced by EBV-associated nasopharyngeal carcinoma cells. When BART miRNAs were
quantified from serum of EBER-positive nasopharyngeal carcinoma patients, miR-BART17-5p was found to
be the most abundant. It is necessary to continue to investigate the most useful marker for early
detection of nasopharyngeal carcinoma by closely examining serum from cases and recurrences.
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Epstein-Barr viruses (EBV) infection is prevalent in adenoid and palatine tonsils of adults and children
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