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Establishment of a rapid intraoperative molecular analysis using the membrane
patch method.
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In the first year, DNA was collected in three cases of tongue cancer using

the membrane patch method; the average amount of DNA was 1.91 ug/ml on the tumor side and 1.19 ug/ml

on the normal side. In the next year, the cytobrush method was introduced as an improvement to the
membrane patch method. DNA was collected in 8 cases of oropharyngeal and tongue cancer cases. We
were able to obtain DNA that were not different from the membrane patch method. In the final year,
bisulfite treated DNA was analyzed the methylation status of E-cadnherin, GALR1, TACl, and COL1A2 was

evaluated by Q-MSP method. Finally, we found that rapid molecular biological analysis by the
cytobrush method was feasible within the same time frame as intraoperative pathology.
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