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Serum exosomal biomaker analysis in oral cacer
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Exosomes are small membrane-bound structures that are secreted by various
cell types, including tumor cells. Recent studies indicated that microRNAs are packed in exosomes
and can be serum biomarkers for cancer. Here, we conducted small RNA sequencing using serum exosome
of oral cancer patients to identify relapse marker. When we compared microRNA profiles of five
relapsed patients and four non-relapsed patients, miR-154-3p and miR-763 were identified as relapse
markers. In TCGA data analysis, patients with higher expression of miR-154-3p and miR-763 had worse
prognosis. A pathway analysis using reactome version 80 showed that Rho signaling pathway was
enriched in miR-154-3p putative target genes. Because it has been shown that Rho signaling is
impli?@ted in cancer invasion and metastasis, miR-154-3p can lead metastasis by inducing Rho
signaling.
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miR-154-3 in
silico TargetScan 8.0 miR-154-3p
174 reactome version 80
Pathway name #Entities #Entities
Rho found total
RhoA ROCK1 VAPB FAMI13A Synthesis of PE 3 33
ARHGAP20 ARHGAP26 miR-154-3p RHOA GTPase cycle 6 154
Rho APC truncation mutants are 7 q
not K63 polyubiquitinated
mlR-154-3p RhO RHOC GTPase cycle 4 79
RAC1 GTPase cycle 6 191
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