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Fusobacterium nucleatum

Studies on the pathogenicity of Fusobacterium nucleatum isolated from colorectal
cancer
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i In this sgud¥, we analyzed the genome of F. nucleatum to clarify the
differences between colon cancer isolates and oral indigenous strains. We detected several genes
that all colorectal cancer isolates possessed, but salivary isolates did not possess at all. To

increase the number of F. nucleatum isolates from colorectal cancer, we newly cultured F. nucleatum
isolates from clinical specimens and obtained 5 isolates from colorectal cancer and 14 isolates from
saliva.
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