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We found that DLEU1l is one of the long noncoding RNAs (IncRNAs)
overexpressed in oral squamous cell carcinoma (0SCC) cells, where it exhibits oncogenic activity.
Chromatin immunoprecipitation-sequencing (ChlP-seq) analysis revealed that DLEUl knockdown induced
significant changes in the levels of histone H3 lysine 4 trimethylation (H3K4me3) and H3K27
acetylation (H3K27ac) in 0SCC cells. DLEU1 knockdown suppressed levels of H3K4me3/ H3K27ac and
expression of a number of interferon-stimulated genes (1SGs), while ectopic DLEU1 expression
activated these genes. Western blot analysis and reporter assays suggested that DLEU1 upregulates
ISGs through activation of JAK-STAT signaling in OSCC cells. IFITM1, one of the ISGs induced by
DLUE1, was frequently overexpressed in primary OSCC tumors, and its knockdown inhibited OSCC cell
proliferation, migration and invasion. Our findings suggest that DLEUl exerts its oncogenic effects,

at least in part, through activation of 1SGs in OSCC cells.
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