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Elucidation of the pathophysiology of autism spectrum disorders and circadian
rhythm disorders using stem cells from human exfoliated deciduous teeth

fumiko, takayama
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The purpose of this study is to elucidate the relationship between autism
and sleep disorders by preparing SHED, differentiating it into nerve cells, and comparing the
expression patterns of clock genes. Dental pulp stem cells of 5 healthy children and autistic
children were collected and differentiated into nerve cells. Then, the clock genes were
synchronized, cells were collected every 4 hours, RNA was extracted, and the expression patterns of
the clock genes were compared. However, the expression level of the clock gene was not stable, and a

stable expression rhythm could not be obtained not only in autism but also in healthy children.
Therefore, a comprehensive analysis was performed using the same sample. As a result, we clarified
that the expression levels of clock genes and psychiatric disease-related genes were significantly
reduced in the autism spectrum disorder sample.
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