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Searching for fusion genes in neutron irradiation-induced lung cancer.

SUZUKI, Kenshi
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We have conducted large-scale irradiation experiments on mice using various
types of radiation and have stored mouse lung cancer samples obtained from these experiments. In
this study, we selected lung adenocarcinomas from unirradiated or irradiated groups and searched for

fusion genes by RNA sequence analysis of these samples. As a result of the analysis, we were able
to identify a number of candidate fusion genes in lung cancers from irradiated group. In the future,
we plan to select from among these candidates those that actually function in oncogenesis and to
characterize the genomic sequence patterns that tend to give rise to fusion genes. We are also
planning to analyze the functional characteristics of the genes, such as how they are involved in
the growth of lung cancer.
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Gm13456-- 221 INCL_NON_REF SPLICE  Gm13456*ENSMUSG00000082536.1 chr2:40557267:+ Gm26384"ENSMU
Gm26384

Gm19027-- 72 0 INCL_NON_REF_SPLICE  Gm19027*ENSMUSG00000099562.1 chr1:79505832:-  AC124512.1*ENS!
AC124512.1

Igkv14-126-— 60 (o] INCL_NON_REF_SPLICE Igkv14-126"ENSMUSG00000094345.2 chré:67896639:+ Igkj2*ENSMUSGO(
Igkj2

8430429K09Rik- 47 (o] INCL_NON_REF_SPLICE 8430429K09Rik* ENSMUSG00000034587.8 chri1:3479665:+ Ndufc2*ENSMUSC
-Ndufc2

Igkv19-93--Igkj2 26 0 INCL_NON_REF_SPLICE  Igkv19-93*ENSMUSG00000098814.2 chr6:68736303:-  Igkj2*ENSMUSGO(

1 RNA-seq Junction
Read Count

Junction Read Count

3 UCSC Genome
Browser
2



LET

35

2021

Kenshi Suzuki, Takamitsu Morioka, Kazuhiro Daino, Yutaka Yamada, Tatsuhiko Imaoka, Yoshiya Shimada,

Shizuko Kakinuma,

LET Egfr

80

2021

2021

Suzuki Kenshi, Daino Kazuhiro, Morioka Takamitsu, Kakinuma Shizuko

Lung cancer risk in mice after low-dose-rate irradiation

64

2021




Kenshi Suzuki, Takamitsu Morioka, Kazuhiro Daino, Yutaka Yamada, Tatsuhiko Imaoka, Yoshiya Shimada, Shizuko Kakinuma,

LET Egfr

80

2021

Kenshi Suzuki, Shunsuke Yamazaki, Ken-ichi lIwata, Yutaka Yamada, Takamitsu Morioka, Kazuhiro Daino, Yoshiko Amasaki, Mari
Ogawa, Yoshiya Shimada, Shizuko Kakinuma

Genomic and histopathological features of lung tumors in mice irradiated with different types of radiation

65th RRS annual meeting 2019

2019

2019

Isotope News No.762 2019 4




