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Polymorphism analysis of fibroin heavy chain gene for creating new silks
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There are varieties of silkworm strains that have character in the silk
thread, such as thickness and physical properties. Since, the fibroin H chain (FibH) gene, which is
the principal component of silk fiber, has a large size and contains many highly repetitive
sequences, the sequencing of full-length FibH gene is very difficult. Therefore, the relationship
between character of silk thread and genetic information was unknown. Verification of the raw silk
character and sequencing the full-length FibH gene using a nanopore sequencer were performed on
several silkworm strains that have characteristic silk threads. The sequences of FibH were different

among the strains, and examining the correlation between the raw silk character and sequence

information of the FibH gene showed expecting factor for influencing the difference in physical
property of raw silks.
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