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Mediator binds to the promoter through the C-terminal region of RNA
polymerase Il (Pol 11 CTD) and presents the CTD to TFIIH kinase to induce transcription. In this
study, we constructed a fusion protein of Med-complex and CTD and performed small-angle X-ray
scattering analysis to visualize the structural transformation of Mediator that occurred at the
initiation of transcription. It was observed that CTD detach from Mediator upon phosphorylation.
Furthermore, to test if Mediator stimulates Pol 11 CTD phosphorylation by TFIIH kinase, Pol 11 and
TFIIH kinase were successfully expressed, purified, and subjected to the kinase assay. It was
observed that the recombinantly prepared Mediator protein increased the phosphorylation efficiency
by 10-fold.
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