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High coverage expression profiling (HiCEP) is an AFLP-based comprehensive

gene expression analysis invented in Japan, which can efficiently detect an especially low amount of
mRNA with high sensitivity and reliability, and which enables us to analyze mRNA expression much
more quantitatively and reproducibly. On the other hand, it requires complicated processes to obtain
the sequence information of the detected peaks. In order to solve this problem, we established the
gene expression database of human cancers by combining the next-generation sequencing (NGS) with
HiCEP method.
We applied the NGS combined HiCEP method to analyze pancreatic ductal adenocarcinoma(PDAC) cases in
this study, and succeeded in establishing the gene expression database of PDAC and in identifying
candidate tumor marker genes.
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