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In recent years, antibiotics have become increasingly important in medicine
and society. In this study, we investigated the identification and function of polypeptides derived
from rRNA sequences (r-peptides) to elucidate the "r-Peptide" hypothesis that prokaryotic rRNA,
which is supposed to be a non-protein-coding RNA, intrinsically encodes genetic information, and is
translated into polypeptides under special circumstances such as when survival is threatened. The
identification and function of rRNA-derived polypeptides (r-peptides) were studied to elucidate the

"r-Peptide" hypothesis. Bioinformatics analysis showed that the r-peptides had specific
anti-bacterial activity and provided a mechanistic model for their action. In addition, mass
sEectrometry analysis suggested the expression of oxidized form of the r-peptide in the presence of
the antibiotics.
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