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Physiological role of bifidus flora formation in breast-fed infant guts
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We elucidated the molecular mechanism underlying bifidobacteria-rich
microbiota formation in breastfed infant gut by genetically and enzymatically analyzing
bifidobacterial enzymes involved in human milk oligosaccharide assimilation. We also found that
bifidobacteria secrete a large amount of aromatic lactic acids, especially indole lactic acid, in
the medium. Indole lactic acid is known to play important roles in maintaining intestinal barrier
function and immune homeostasis. In addition, we found that several species of butyric
acid-producing Firmicutes can assimilate both plant-derived oligosaccharides and HMOs. The results
might imply adaptive response of these species to infant diet in the weaning period.
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