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o The purpose of this study was to conduct a comprehensive study of the origin
and transmission pathways of goat DNA samples collected on a global scale using large-scale DNA

information analysis using whole-genome analysis.

As a result, we proposed 1) haplogroup B has different origin(s), 2) the divergence age of
sub-haplogroups Bl and B2 is estimated to be about 300,000 years ago, and 3) high-density SNP
analysis of 49 populations showed genetic similarity in the Philippines to European and South
African populations, and this genetic structure was due to marine trade hundreds of years ago.
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