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We have found that the ovarian formation function of Anopheles mosquitoes is
reduced by the influence of the specific midgut microbiota of Anopheles mosquitoes. This midgut

microbiota was also present in the environment.
This study aims to control the outbreak of mosquitoes using this midgut microbiota. Furthermore, it
was carried out to elucidate the mechanism of ovarian dysplasia. As planned, we narrowed down the
intestinal bacteria and compound-containing substances that have the effect of lowering ovarian
formation function. In the future, it is necessary to identify compounds that have an
ovarian-forming function effect and further elucidate the mechanism of suppressing ovarian-forming
function.
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