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Developing light inducible degron system in Drosophila

Fukaya, Takashi

5,000,000

CRY2 Bicoid
iLID-SspB
LINX/LEXY

Hi-C TAD

In this project, we aimed to develop a novel experimental system to inhibit
the function of target proteins in a light-dependent manner. We found that induction of aggregation
via CRY2 oligomerization is effective in inhibiting the function of transcription factors such as
Bicoid. On the other hand, proteasomal protein degradation via the iLID-SspB system or
light-dependent nuclear export system such as LINX/LEXY requires further optimization of the
experimental system in Drosophila. By applying the genome editing technology established through
this project, significant progress has been made in elucidating the function of higher-order genomic

structures in transcriptional regulation and the regulatory mechanism of transcriptional bursting
in developing Drosophila embryos.
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