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development of a new technology to detect epigenetic asymmetry between sister
chromatids prior to cell division

Nagano, Takashi
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Diverse types of cells in multicellular organism share almost identical
genome, but the epigenomic information specific to each cell type plays crucial roles for the
cellular diversity. It is an important question whether a new epigenome information is set before or

after the cell division in which the corresponding new cell type is born. However, the question has
been unanswered because there has been no appropriate method to find the answer. More specifically,
there has been no way to discriminate a pair of sister chromatids carrying epigenetic information
because they have exactly the same DNA sequence, and the purpose of this research is to develop a
new method to discriminate between sister chromatids. Although we have not completed the technology

development, we have found an efficient way to label sister chromatids differently and discriminate
between them.
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