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Dissection of iron deficiency response involving novel short peptide FEP1.

Hirayama, Takashi
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We identified short peptide genes that are actually translated by
comprehensive transcript analysis and ribo-RNAseq analysis from the light-responsive treated plants
of the grass model plant, Brachypodium distachyon. These included at least 100 short peptide genes
that have not been reported before. To define the sequence set of non-coding RNA genes, we pooled
RNA extracted from 21 tissues and analyzed the sequence data of a full-length cDNA library obtained
by the cap-trapping method to identify about 10,000 non-redundant IncRNAs candidate sequences. We
are attempting to create a discriminant model using some of the protein-coding genes and IncRNA
candidate sequences as teacher data.
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MASVGFGTSMAVAPVAAAGMGSGRRLRRTQVVAATRGQAAPKKQEK!
MEGSSSRTPEITIVPAPRPAAGGGAVDAVKAATKEPVSPGSPSPASRK
MSTAAANWCYATVAPRAKSVVVASLGTPAPSSSGSFRPRLIRNAPVQ/
MASRILVVLCVIMASLMFIAQDVLAARVLAQTSGYSYIGDFPPAASYGSA
MALASNRDLEFTYGGDKPTLVPIAKAIKMEAAAAGAGGPWLPLPQAAA!
MAHFQEVDYCSEEVRAMGNPAGGFRHGHGSGGGIQQHVAKETFVQE.
MRAARKAGRAEGEVDDPRIGDWAGPQLELGFGPGGTNHIQTQQKHVK
MASPATPTEPTGTQEEADARQSLMGISRSVPEAGAALSGKLPHNGRV(
MAPASSKVMGHLAQNGGIASYAVYAAAPCDACCGGSRHRKAETDGDI
MPRLHADSSCSEQAAVLSPDQFPGGGEVQSQPKISEWERSFSTTTAD
MKSSTLTAILVLQAILVMGILAEVNAVGYWPKCCDNCRTFSGVMVCDD/
MDDDDSSSSPVEKISEQSNTIASSSSSTGSTSDTESDKSDLQQISDKSF
MSKMSFRALFLAVLMIICALQTVSVQGGHGSVSSGIRNAPPSRPSGRVF
MAQPIDGSPVQGLWGPRPVQSFAGPHGPADMVPVMRPAAAGAQVVV
MDARAPRHQRLRTPRGPPTPNHPRNPSTPGQNPSRSPAAAPRSVAT,
MAAVANSKGRAIAGNFVARILAGKAASPRAVHASAYDKNVEEQVRPAF
MAASLNRGLRSGIHLLATGVEASKPASRGFHATGVKRMGGHGHDEPY
MALRALYNEIRAMKVREVPAYLKPRLTWGNVKKSTDQAVDRYIEKYIE1
MARERNLEKLKGGKGSQLEANKKAMNIQCKICMQTFICTTSEAKCKEH,
MAGIIHKIEEKLHMGGGSDHKDEHKKEEEHKKKDGEHKKDGEHKEGMI
MERVASRCASLLAQRGYSVSAALAKGAGRSAEERTAVAVKRTMAAKK
MVLAATVLAPPAMVRAAISCSAVYSTLMPCLQFVQGGGAPSRGCCSGI
MAKAAATCVVAMALALAVLMALASGATAAQCNAGQLIVCAPAIIGGAAP
MLEETKHGRNEETIKYQEEIATLNEEMKKLKLQVQEKTEEVHVAEDKAL
MSEESGRPLPKFGEWDVNDPASADGFTVIFNKARDEKKAGNGQDTES
MSGVWVFKDGIVRRVEKDNPGGSSSNSGSMGRPKVLVHVPSGEVVLS
MAGTANCIDIILAILPPLGVFLKFGCGHEFWICLLLTFLGYIPGIIYAIYAITK
MWQEPLNPGNWKEEHFVLSSLAMWGGIFYGVAKLFGGKKEDKTEVAF
MAIRGVPSAREMTVEDFKLWLKQFDVDGDGRISRGELREALRRRGGW
MASNYVDTTGEEGTFRSTTPTGAAASSPRMMRRSFSSASSGSHGGG(
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