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Testing the evolutionary conservation of miRNA-target pairs identified by a new
exhaustive method
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The method to stably extract miRNA-mRNA pairs and sequence these pairs was
not successfully established. Library was constructed from extracts and sequenced, but the reads
obtained rarely contained miRNA sequences. On the other hand, the method to obtain high-quality
genome assembly from Drosophila species, which was essential for the identification of miRNA-mRNA
pairs, was successfully established. Combining long- and short-read sequences, | obtained the genome
sequences of four Drosophila species with Scaffold N50 of several Mbps. Furthermore, the Y
chromosome sequences of 3 to 16 Mbps were also successfully determined.
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Species D. khanoyana D. kikkawai D. parvula D. tani

Max Scaf. (bp) 19,310,265 32,886,591 24,387,666 18,763,442

No. of Scaffolds 209 289 289 344

Assembly size (bp) 212,865,006 187,021,122 184,444,493 187,945,175

Avg. Scaf. Size (bp) 1,018,492 647,131 638,216 546,352

Scaf. N50 (bp) 6,232,130 7,220,477 5,176,214 3,432,294
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D. khaoyana D. kikkawai
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