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Development of ChlPseq method using pathological specimens and identification of
disease-specific super-enhancer
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Super-enhancer (SE), which is composed of large clusters of enhancers
densely loaded with mediator complex, transcription factors, and chromatin regulators, drive high
expression of genes implicated in disease-specific manner. In this study, the novel method for SE
identification in pathology archives as formaldehyde-fixed paraffin-embedded(FFPE) materials was
developed by chromatin immunoprecipitation sequencing (ChlPseq) using new monoclonal antibodies
against degenerated antigens such as H3K9, H3K27, BRD4 and MED1 with high affinity to antigens in
FFPE samples. This improved ChIPseq protocol was used for the validation of disease-specific
epigenetic biomarkers in FFPE human samples. As a result, some biomarkers for SE were detected in
colon carcinoma cells using FFPE-ChiPseq.
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