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Analysis of cancer antigens through novel HLA assay
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We developed a protocol to measure the ability of each HLA allele to present
peptide on cell-surface. In the present study, we validated the protocol, analyzed the binding data
for known T-cell epitopes, and compared the binding spectra obtained from in silico prediction. In

addition, we improved the method to construct expression plasmids to enable large scale analysis at
relatively low-cost. The preliminary data suggest that our method is superior than known assays in
terms of its ability to predict potential epitopes. We then utilized this method to analyze the

interaction of murine MHC and cancer neoepitopes. These data are under submission, or under
preparation for submission.
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Editorial The problem with neoantigen prediction Nat Biotechnol 35, 97 (2017)
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Measurement of MHC-peptide interaction through cell-surface expression and stability assay improves screening of potential
CD4+ T-cell epitopes
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