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Elucidation of tumor immune microenvironment using novel single-cell technology
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In recent years, several agents targeting immune checkpoint molecules have
been developed. However, the effect of such immune checkpoints and their inhibitors on tumor
microenvironment remains unclear. Recently, we have developed a novel single-cell technology, which
enables us to investigate transcriptome, many surface markers, and T-cell and B-cell receptor
repertoires at the same single cell. Here, using this novel single-cell technology, we have
investigated the role of immune checkpoint molecules and the effect of their inhibitors in mouse
tumor models.
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