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Identification of Factors Responsible for Liver Fibrosis Focusing on Secretory
Pathways and Development of Novel Therapeutic Agents
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In this stud¥, we have examined various methods for selecting siRNA oligos

for mice and targeting siRNA to the liver in order to investigate the inhibitory effect of siRNA on
liver fibrosis in mice. In addition, we have completed the examination of conditions for tissue

staining of vesicle trafficking-related factors and the creation of a mouse model of liver fibrosis.
Based on these results, we would like to verify the inhibitory effect of siRNA on liver fibrosis by
suppressing the expression of various vesicular trafficking-related factors in mice.
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