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In this study, we attempted to establish novel strategy for identification
of drug targets based on bacterial evolutionary analysis.
Our evolutionary analysis showed that among the examined pneumococcal genes, nanA and bgaA had high
proportions of codon that were under significant negative selection. In addition, our in vitro and
in vivo analyses indicated that BgaA works as a virulence factor via inducing vascular injury and
blood coagulation.
Concerning Streptococcus pyogenes, our genome-wide association study using 351 genomes of S.
pyogenes detected several genes and single nucleotide polymorphisms involved in the invasiveness.
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