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Development of a personal identification method by multiple Kinships analysis
using whole-genome information.

Tamaki, Keiji
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We have developed software named KinBN that can determine the Kinship b
calculating the likelihood ratio about the presence of complex kinship such as involving more than
two people. KinBN is now listed online and anyone can download and use it free of charge. We also
prepared simulated denatured DNA samples in which the DNA concentration and fragmentation were
changed stepwise, and examined how much the SNPs information was obtained using a microarray. The
results showed that it was possible to determine up to the third-degree blood relationship even if
there was some DNA denaturation. It was also found that even if the number of 25,000 SNPs can
confirm the relationship up to the third-degree blood relationship unless there are no erroneous
base calls.
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