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Reorganization of microbial community using predatory bacteria
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In this study, we used activated sludge, a microbial community used for
wastewater treatment, as a model microbial ecosystem and attempted to artificially reorganize its
microbial composition using predatory bacteria. Several predatory bacteria and their relatives were
obtained from strain repositories, and several candidate predatory bacteria were obtained from
activated sludge. These bacteria were added to activated sludge and cultured, showing that their
effects on the activated sludge largely differed depending on the species; with some having no
effect on the microbial composition and others substantially reducing the amount of prey bacteria.
In addition to the microbial composition, some also reduced the microbial concentration in the

activated sludge. Although only a few types of bacteria were tested in this study, we would conduct
similar studies with more bacteria in the future.
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