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Structural study of DELLA proteins and their target transcription factors for
the generation of the next Green Revolution
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The Green Revolution plants, which have contributed to the food suﬁply
around the world, are difficult to fall over due to their low height. On the other hand, they have a
disadvantage of requiring a huge amount of fertilizer due to their reduced nitrogen absorption
capacity. Both of these traits of the Green Revolution plants are in fact caused by a high
accumulation of DELLA protein, a key transcriptional regulator which recognize diverse classes of
transcription factors. In this study, we conducted biochemical and structural studies on the
mechanism of the recognition of diverse transcription factors by DELLA, and even the mechanism of
the regulation in gene expression by the target transcription factors.
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