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Molecular dissection of fruit internal tissue development
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The regulatory mechanisms for the development of fruit internal tissues have
not been well understood. To unveil this, we analyzed genes and metabolites potentially associated
with internal tissue development of tomato fruit, as a model material. A CRISPR screening for
previously identified 20 candidate genes revealed that a TALE family transcription factor gene is
involved in the development of fruit internal tissue. A mass spectrometry imaging analysis using a
mutant showing deficient growth of fruit internal tissues suggested that malic acid accumulation is
associated with the internal tissue development in tomato fruit.
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