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Epidemiological survey for betacoronaviruse-1 species in various types of
animals

NAKAGAWA, KEISUKE
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To understand infection status of beta-coronavirus-1 species (8 CoVs)
including bovine coronavirus in nature, we attempted to detect the viral gene (N gene) by RT-PCR
from fecal samples of asymptomatic animals, such as dogs (about 100 samples), cats (about 100
samples), poultry (about 50 samples) and cattle (about 200 samples). Accordingly, there were no
samples being positive with RT-PCR, whereas we could detect some samples being positive with RT-PCR
from symptomatic cattle. These data indicate that asymptomatic animals will not have roles for

transmitters of 3 CoVs.
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