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Epigenetic regulation of phenotypic switching in a unicellular eukaryote
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Tri-methylation of lysine 27 of histone H3 (H3K27me3) is a mark deposited by
Polycomb Repressive Complex 2 (PRC2), which are highly conserved in both unicellular and
multicellular organisms. In unicellular eukaryotes, it is considered that the role of H3K27me3 has
been in defense responses against transposable elements and other genomic parasites. In this study,
we investigated genes marked by H3K27me3 modification in certain unicellular eukaryote, and found
that H3K27me3 modification may be involved in the phenotypic switching.
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