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Structural analysis of MexY for the basis of drug discovery against
multidrug-resistant Pseudomonas aeruginosa
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In order to analyze the structure of MexY, which is an effective drug target
for multidrug-resistant Pseudomonas aeruginosa and whose three-dimensional structure has not been
reported, 1 screened solubilization and purification methods. For the aminoglycoside-resistant
strain PA7, 1 succeeded in purifying the functional trimer using detergents or a polymer that forms
nanodiscs directly from the membrane. The amino acid sequence suggested that the C-terminus of MexY
may contribute to the stabilization of the functional trimer. Unfortunately, | was not able to
achieve structural analysis using cryo-electron microscopy, but this research may be a step toward
the determination of the structure of MexY.
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