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Small RNA-based immune memory as an antiviral mechanism
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In this study, we examined the possibility that piRNAs derived from
endogenous bornavirus-like elements (EBLN) suppress Borna disease virus infection in a
sequence-specific manner using EBLN knockout mice. We hypothesized that EBLN knockout mice become
sensitive to Borna disease virus infection because they do not produce piRNAs antisense to Borna
disease virus mRNAs. However, no difference in viral replication was observed between EBLN knockout
mice and wild-type mice. EBLN sequences and the existing Borna disease virus N gene have about 70%
sequence homology and might be insufficient for efficient silencing of viral mRNA.
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